AMENDMENTS TO THE CLAIMS: 

The following is the status of the claims of the above-captioned application, as amended. 

Claims 1-40 (Canceled). 

Claim 41 (Curently amended). A method for enhancing secretion of a prot ei n heterologous 
exoprotein of interest, the method comprising expressing said heterologous exoproteinp Foteift in a 
recombinant Bacillus prog e ny cell d e r i v e d from a Baoillus parent cell , wherein the cell comprises a 
nucleic acid construct encoding the heterologous exoprotein of Interest and: 

a) th e Bacillus prog e ny c ell compr ise s at l east on e g e n e e ncod i ng m e tal l o r e gulat e d 
g e n e A (MrgA) prot e in w i th an am i no ac i d s e qu e nc e hav i ng at le ast 95% id e nt i ty to th e am i no ac i d 
s e ouenc e shown in SEQ I D N0:2 and, optional l v. furth e r compr i s i ng a DNA s egm e nt a 
heterologous promoter operably linked with the -at least one gene encoding gen e metallo regulated 
gene A (MrgA) protein with an amino acid seouence having at least 95% identitv to the amino acid 
seguence show In SEQ ID N0:2 . wh e r e in s aid g e n e and, optional l v sa i d DNA segment is 
man i pu l at e d w i th r e sp e ct to th e par e nt c ell; or 

b) th e Bacillus prog e ny c ell oompris e B two or mor e cop ie s of a at least one 
heterologous gene encoding MrgA protein with an amino acid sequence which has at least 95% 
identity to the amino acid sequence shown in SEQ ID NO:27 

wh e r e in th e Bacillus prog e ny c e ll produc e s greater a mounts of MrgA prote i n w i th an am i no acid 
se qu e nc e having at le ast 95% id e nt i ty to th e am i no acid s e quenc e s hown i n SEQ I D N0:2 than th e 
par e nt c ell , and wh e r e in the Bacillus prog e ny c ell produc e s great e r amounts of s e cret e d or 
h e t e ro l ogou s protein of i nt e rest than th e Bacillus par e nt c el l . 

Claim 42-45 (Canceled). 
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Claim 46 (Currently amended). A method for producing a BPeteifi -heteroloaous exoprotein of 
interest, comprising the steps of: 

a) cultivating a recombinant Bacillus orog e ny cell , wherein the cell comprises a 
nucleic acid constnjct encodino the heteroloaous exoprotein of interest and: 

a) a heterologous promoter operablv linked with at least one gene encoding metallo 
regulated gene A (MrgA) protein with an amino acid seguence having at least 95% identity to the 
amino acid seguence show in SEQ ID N0:2: or 

b) at least one heterologous gene encoding MrgA protein with an amino acid 

seguence which has at least 95% identity to the amino acid seguence shown in SEQ ID N0:2 

d e r i v e d from a B a cillus par e nt c ell , wh e r e in — the Bacillus prog e ny ce l l compr i ses at 

l e ast on e g e n e encod i ng m e ta ll o r e gu l at e d g e n e A (MrgA) prot ei n w i th an am i no ac i d s e qu e nc e 
hav i ng at le ast 95% i d e nt i ty to th e am i no ac i d s e qu e nc e s hown i n SEQ I D N0:2 and, opt i ona ll y, 
furth e r compr i s i ng a DNA s e gm e nt op e rab l y l ink e d with th e e ncod i ng g e n e , wh e r ei n said g e n e and, 
opt i ona ll y said DNA s e gm e nt i s man i pulat e d w i th r es p e ct to th e Bacillus par e nt c el l; or 

2) th e Bacillus prog e ny c el l compris e s two or mor e cop ie s of a g e n e e ncoding 

MrgA prot e in with an am i no acid se qu e nc e having at le ast 95% id e nt i ty to tho am i no acid 
s e qu e nc e s hown i n SEQ I D N0:2, wher ei n th e B a cillus prog e ny c ell produces groator amounts of 
MrgA prote i n w i th an am i no ac i d s e qu e nc e hav i ng at le ast 95% id e ntity to tho amino ac i d 
s e qu e nc e shown in SEQ I D N0:2 than th e Bacillus par e nt c ell , and wh e r ei n the Bacillus prog e ny 
c e ll produc e s gr e at e r amounts of a s e cr e t e d or h e t e ro l ogous prot ei n of inter e st than th e Bacillu s 
par e nt c ell; and 

b) recovering the protein. 

Claim 47 (Canceled). 

Claim 48 (Cunrently amended). A method in accordance with claim 41 . wherein the Bacillus 
prog e ny cell is of a species chosen from the group consisting of Bacillus alkalophilus, Bacillus 
amyloliquefaciens, Bacillus brevis, Bacillus circulans, Bacillus coagulans, Bacillus lautus, Bacillus 
lentus, Bacillus licheniformis, Bacillus stearotherwophilus, Bacillus subtilis, and Bacillus 
thuringiensis. 

Claim 49 (Canceled). 
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Claim 50 (Currently amended). A method in acxx)rdance with claim 41 , wherein said prot ei n 
exoprotein is a protease, a lipase, a cutinase, an amylase, a galactosidase, a pullulanase, a 
cellulase, a glucose isomerase, a protein disulphide isomerase, a CGTase (cyclodextrin 
gluconotransferase), a phytase, a glucose oxidase, a glucosyl transferase, lactase, bilirubin 
oxidase, a xylanase, an antigenic microbial or protozoan protein, a bacterial protein toxin, a 
microbial surface protein, or a viral protein. 

Claim 51 (Previously presented). A method in accordance with claim 41, wherein the MrgA 
protein comprises an amino acid sequence which is at least 97% identical to the amino acid 
sequence shown in SEQ ID NO: 2. 

Claim 52 (Previously presented). A method in accordance with claim 41, wherein the MrgA 
protein comprises the amino acid sequence shown in SEQ ID NO: 2. 

Claim 53 (Cun^ently amended). A method in accordance with claim 41 . wherein the Bacillus 
progeny cell comprises at least one exogenous copy of a polynucleotide encoding MrgA protein 
comprising an amino acid sequence which is at least 95% identical to the amino acid sequence 
shown in SEQ ID NO: 2. 

Claim 54 (Currently amended). A method in accordance with claim 41 , wherein the Bacillus 
prog e ny cell comprises at least one exogenous copy of a polynucleotide encoding MrgA protein 
comprising the amino acid sequence shown in SEQ ID NO: 2. 

Claim 55 (curently amended). A method in accordance with claim 41 , wherein the Bacillus prog e ny 
cell comprises at least one exogenous copy of a polynucleotide, which: 

a) comprises a polynucleotide sequence which is at least 8697% identical to the 
sequence shown in SEQ ID NO; 1; or 

b) hybridizes with the sequence shown in SEQ ID NO: 1, under m e d i um high 
stringency conditions. 

Claim 56 (Currently amended). A method in accordance with claim 41, wherein the Bacillus 
prog e ny cell comprises at least one exogenous copy of a gene encoding the MrgA protein 
transcribed from one or more heterologous and, optionally, artificial promoter. 
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Claim 57 (Currently amended). A method in acx^ordance with claim 41 , wherein the Bacillus 
prog e ny cell comprises at least one exogenous copy of a gene encoding the MrgA protein 
integrated into the genome of the cell. 

Claim 58 (Cun'ently amended). A method in accordance with claim 41, wherein the Bacillus 
prog e ny cell comprises at least one exogenous copy of a gene encoding the MrgA protein present 
on an extra-chromosomal construct. 

Claim 59 (Canceled). 

Claim 60 (Cunrently amended). A method in accordance with claim 46, wherein the Bacillus 
prog e ny cell is of a species chosen from the group consisting of Bacillus alkalophilus, Bacillus 
amyloliquefaciens, Bacillus brevis, Bacillus circulans, Bacillus coagulans, Bacillus lautus, Bacillus 
lentus, Bacillus licheniformis, Bacillus stearothermophilus, Bacillus subtilis, and Bacillus 
thuhngiensis. 

Claim 61 (Canceled). 

Claim 62 (Cun'ently amended). A method in accordance with claim 46, wherein said prot ei n 
exoprotein is a protease, a lipase, a cutinase, an amylase, a galactosidase, a pullulanase, a 
cellulase, a glucose isomerase, a protein disulphide isomerase, a CGTase (cyclodextrin 
gluconotransferase), a phytase. a glucose oxidase, a glucosyl transferase, lactase, bilirubin 
oxidase, a xylanase, an antigenic microbial or protozoan protein, a bacterial protein toxin, a 
microbial surface protein, or a viral protein. 

Claim 63 (Previously presented). A method in accordance with claim 46, wherein the MrgA 
protein comprises an amino acid sequence which is at least 97% identical to the amino acid 
sequence shown in SEQ ID NO: 2. 

Claim 64 (Previously presented). A method in accordance with claim 46, wherein the MrgA 
protein or comprises the amino acid sequence shown in SEQ ID NO: 2. 

Claim 65 (Cunrently amended). A method in accordance with claim 46, wherein the Bacillus 
prog e ny cell comprises at least one exogenous copy of a polynucleotide encoding MrgA protein 
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comprising an amino acid sequence which is at least 95% identical to the amino acid sequence 
shown in SEQ ID NO: 2. 



Claim 66 (Currently amended) A method in accordance with claim 41 , wherein the Bacillus 
prog e ny cell comprises at least one gene encoding metallo regulated gene A protein with an amino 
acid sequence having at least 99% identity to the amino acid sequence shown in SEQ ID N0:2. 

Claim 67 (Previously presented) A method in accordance with claim 46, wherein the MrgA 
protein comprises an amino acid sequence which is at least 99% identical to the amino acid 
sequence shown in SEQ ID NO: 2. 

Claim 68 (Currently amended) A method in accordance with claim 41 , wherein the Bacillus 
prog e ny cell comprises at least one gene encoding metallo regulated gene A protein with an amino 
acid sequence consisting of the amino acid sequence shown in SEQ ID NO:2. 

Claim 69 (Previously presented) A method in accordance with claim 46, wherein the MrgA 
protein consists of the amino acid sequence shown in SEQ ID NO: 2. 
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Claim 70 (Currently amended) A method for producing a heterologous exoproteina foteifl of 
interest, comprising the steps of: 

cultivatinQ a recombinant Bacillus cell, wherein the cell comprises a nucleic acid 

construct encoding the heterologous exoprotein of interest and: 

a) a heterologous promoter operablv linked with at least one gene encoding metallo 
regulated gene A (MrgA) protein with an amino acid seguence having at least 95% identity to the 
amino acid seouence show in SEQ ID NO: 2: or 

b) at least one heterologous gene encoding MrgA protein with an amino acid 

seguence which has at least 95% identity to the amino acid seguence shown in SEQ ID N0:2 

;a) cultivat i ng a Baoillus prog e ny c el l d e riv e d from a Bacillus par e nt c e l l , wher e in 

^ th e Bacillus progeny c ell compris e s at le ast on e g e n e e ncod i ng metallo regu l at e d 

g e n e A (MrgA) prot ei n w i th an am i no a cid se qu e nc e hav i ng at l e ast 95% i d e nt i ty to th e am i no ac i d 
sequ e nc e shown i n SEQ I D N0:2 and, opt i ona ll y, furth e r compris i ng a DNA s e gm e nt op e rably 
l i nk e d with th e e ncoding g e n e , wher ei n sa i d g e n e and, — opt i ona l ly sa i d DNA segm e nt i s 
man i pu l at e d w i th r e sp e ct to the Bacillus par e nt c el l; or 

2) th e B a cillus prog e ny c el l compris e s two or mor e cop ies of a g e n e e ncoding 

MrgA prot ei n w i th an amino ac i d s e qu e nc e hav i ng at l e ast 95% i d e nt i ty to th e am i no acid 
s e qu e nc e s hown in SEQ I D N0:2, wh e r e in th e Bacillus prog e ny c e l l produc e s gr e at e r amount s of 
MrgA prot ei n with an am i no ac i d sequ e nc e having at le ast 95% i d e nt i ty to tho amino ac i d 
s e qu e nc e s hown i n SEQ ID N0:2 than th e Bacillus par e nt c e l l , and wh e r ei n th e Bacillus prog e ny 
c ell produces great e r amounts of a se cr e ted or h e t e ro l ogous prot e in of i nt e r e st than the Bacillus 
par e nt c e l l; and 

b) recovering the BFOtei nexoprotein . wherein said prot ei n exoprotein is a protease, a 
lipase, a cutinase, an amylase, a galactosidase. a pullulanase, a cellulase, a glucose isomerase, a 
protein disulphide isomerase, a CGTase (cyclodextrin gluconotransferase), a phytase, a glucose 
oxidase, a glucosyl transferase, lactase, bilirubin oxidase, a xylanase, an antigenic microbial or 
protozoan protein, a bacterial protein toxin, a microbial surface protein, or a viral protein. 
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